Supplemental Table 3

TMD8 TMD8 TMD8 HBL-1 HBL-1 HBL-1 OCl-Ly19 OCl-Ly19 OCl-Ly19 OCl-Ly7 OCl-Ly7 OCl-Ly7
Refseq ave. fold ave. fold ave. fold ave. fold
starting bp shRNA shRNA shRNA shRNA
Gene for shRNA day 0/ day 0/ day 0/ day 0/

symbol 21-mer shRNA sequence day 24 S.E.M. p-value day 24 S.E.M. p-value day 24 S.E.M. p-value day 24 S.E.M. p-value
CSNK1A1 NM_001892_bp310  GAGCAAGCTCTATAAGATTCT 4.52 1.66 6.63E-03 1.23 0.46 8.04E-03 -0.08 1.04 9.39E-01 0.37 0.97 7.02E-01
MALT1 NM_006785_565 GTCACAGAATTGAGTGATTTC 3.90 1.54 1.14E-02 4.05 214 5.84E-02 0.60 0.55 2.80E-01 0.22 0.83 7.92E-01
PLCG2 NM_002661_bp1779 GCCGAGAAGTTGCTGCAGGAA 3.89 1.71 2.30E-02 1.1 0.41 7.49E-03 -0.49 0.31 1.09E-01 -0.34 0.32 2.92E-01
CD79A NM_001783_bp962 GGGGCTTCCTTAGTCATATTC 3.04 1.05 3.70E-03 3.30 0.62 1.13E-07 -0.07 0.17 6.75E-01 0.02 0.07 8.28E-01
BTK NM_000061_bp2373 GGACGACAACTACAACTTAGC 2.95 1.23 1.64E-02 2.22 0.31 9.07E-13 -0.43 0.55 4.37E-01 -0.53 0.50 2.90E-01
CARD11 NM_032415_bp900 = CGACCAACACTGTCTCCAAAT 2.64 0.56 2.51E-06 2.88 0.21 1.14E-44 0.09 0.16 5.71E-01 0.18 0.1 8.93E-02
PRKCB NM_002738_bp1159 GCACTCGGACTCAGAGATGTA 2.38 0.44 6.21E-08 2.23 0.44 3.05E-07 0.46 0.20 2.02E-02 0.29 0.26 2.71E-01
BLNK NM_013314_bp409  CAGACTGAATTTGCGATGAAA 1.89 0.83 2.29E-02 1.60 0.38 2.81E-05 0.09 0.19 6.19E-01 0.28 0.59 6.30E-01
IKBKB NM_001556_bp858 = GACAGCCACCTATGAGGACAT 1.48 0.69 3.10E-02 1.42 0.36 9.92E-05 0.45 0.48 3.40E-01 0.57 0.55 3.00E-01
CD79B NM_000626_bp692 = GCCCGTGCAGTGGCATTCAAA 1.45 0.51 4.85E-03 1.61 0.48 8.04E-04 0.30 0.73 6.85E-01 0.06 0.64 9.27E-01
SYK NM_003177_bp2021 GGCTGCGCAATTACTACTATG 0.85 0.46 6.67E-02 2.07 0.49 2.00E-05 0.30 0.53 5.73E-01 0.22 0.37 5.55E-01
MYC NM_002467_bp1940 CCTATGAACTTGTTTCAAATG 1.98 0.60 8.98E-04 0.86 0.16 4.28E-08 1.56 0.27 6.97E-09 0.96 0.13 8.47E-14
PSMC3 NM_002804_bp304  GACAGTGAGATCAAGATCATG 2.87 0.81 3.61E-04 2.09 0.14 9.45E-48 1.62 0.16 2.07E-24 0.84 0.13 3.86E-10
RPL6 NM_000970_bp116 ~ AAGGGTAACCTCAAAGCTAAA 3.27 0.24 1.01E-43 244 0.37 2.41E-11 2.82 0.47 1.91E-09 1.47 0.22 4.85E-11
RPS13 NM_001017_bp315  GCAGTTGCTGTTCGAAAGCAT 3.45 0.29 6.94E-32 217 0.32 1.91E-11 2.00 0.32 2.50E-10 0.87 0.17 3.55E-07
negative control sShRNA CTCTCAACCCTTTAAATCTGA -0.66 0.10 4.48E-12 -0.38 0.1 6.46E-04 -0.44 0.13 6.15E-04 -0.14 0.07 6.00E-02



